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Abstract:
Infectiousbursal diseasevirus(IBDV) genomeisabi-segmented RNA virusthat encodesfive

viral proteins. The need for the development of a simple and rapid method to differentiate the
IBDV shaspromptedresearcherstowork ondifferent viral proteinsof theseviruses. Atthepresent
study, an attempt was made to amplify a 715 bp fragment of VP1 gene by RT-PCR of 26 IBDV
isolates that their virulence pattern had been previously determined by RT-PCR/REA of VP2
gene. The results showed that in 20 (76%) IBDV isolates, the virulence pattern (very virulent
IBDV)werefoundtobeidentical usingeither RT-PCR of VP1 or RT-PCR/REA of VP2. However,
intheremainingsix IBDV isolatestheresultsweredifferent. Considering theavailablefarm data
from the viruses of this study which arein accordance with results on VP, it is specul ated that
thisfinding may beduetothepresenceof reassortant IBDV s. Thesefindingsal soindicatethat the
VP2 in not the sole determinant for thevirulencein IBDV.

Key words: | nfectious bursal diseasevirus, reassortant, VP1, RT-PCR.

* Corresponding author’semail: mpeigham@ut.ac.ir, Tel: 021-61117150, Fax: 021-66933222




