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Abstract:

BACKGROUND: Feline hemotropic mycoplasmas are parasites of erythrocytes and
includethreespeci es, Mycoplasmahaemofel is, Candidatusmycoplasmahaemominutumand
Candidatus mycoplasma turicensis. Diagnosis of the infection with these microorganisms
can be carried out using conventional assays such as blood cytology. However, these assays
have alow accuracy and a high rate of false-positive results due to the poor techniques and
procedures and high occurrence of artifacts. Therefore, molecular techniques such as
polymerase chain reaction (PCR) are better methodsfor the diagnosis of infections by these
bacteria. OBJECTIVES: The purpose of the present study wasto evaluate Feline hemotropic
mycoplasma prevalence and phylogenetic analysisin Tehran. METHODS: Sixty cat blood
sampleswere collected from veterinary clinicsin Tehranfrom 2011 to 2012. Giemsastained
blood smears have been examined by the light microscopes and the positive samples were
used for DNA extraction and PCR. Positive PCR samples were sequenced for the
differentiation of bacterial speciesand phylogeneticanalysis. RESULTS: Thirty-two samples
werepositiveindirect examinationfromwhichtwo sampleswereidentifiedasM. haemofelis
by the PCR. No positive samplesof C. M. haemominutumor C. M. turicensiswerefound in
PCR. Phylogenetic analysi sof theisol atesshowed that theseisolatesweremoresimilar tothe
isolates from Chinaand Thailand compared to those from other countries. CONCLUSIONS:
This study isthe first report of phylogenetic analysis of hemotropic mycoplasmasin Iran.
Based on the high sequence similarity between Iran, Chinaand Thailand isolates, it can be
concluded that these bacteria possibly had the sameorigin.

Key words: blood, cat, Feline, hemotropic mycoplasmas, polymerase chain reaction

Figure Legends and Table Captions

Figurel. Phylogeny of M. haemofelisstrainsbased on 16SrRNA genesequence. CL C SequenceViewer v. 6 softwareand UPGM A method
were used to draw the phylogenic tree. Bootstrap resampling was cal culated 1000
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